
Multinomial

5 samples/group

3000 reads/sample

Multinomial

5 samples/group

50000 reads/sample

Multinomial

40 samples/group

3000 reads/sample

Multinomial

40 samples/group

50000 reads/sample

Dirichlet−multinomial

5 samples/group

3000 reads/sample

Dirichlet−multinomial

5 samples/group

50000 reads/sample

Dirichlet−multinomial

40 samples/group

3000 reads/sample

Dirichlet−multinomial

40 samples/group

50000 reads/sample

Gamma−Poisson

5 samples/group

3000 reads/sample

Gamma−Poisson

5 samples/group

50000 reads/sample

Gamma−Poisson

40 samples/group

3000 reads/sample

Gamma−Poisson

40 samples/group

50000 reads/sample
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